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Condition Optimization of 2-DE Technique in Muscle Proteome for
Chinese Soft-shell Turtle Pelodiscus sinensis

ZHANG Chao', HE Zhong—yangz*, XU Xiao—junz, ZHANG Hai—qiz, WANG Chun-lin'
( 1.Key Laboratory of Applied Marine Biotechnology of Ministry of Education, Ningbo University, Ningbo 315211, China;

2.Fishery Technical Extension Station of Zhejiang Province, Hangzhou 310012, China )

Abstract: A 2-DE related technique is introduced and optimized for muscle proteome of Chinese soft-shelled
turtle Pelodiscus sinensis. The comparative tests are conducted between different sample treatment, concen-
tration of IPG buffer, staining methods and pH of IPG strips. The result indicate that the effect of isoelectric
focusing (IEF) of purified protein sample is better than that of initial extracting protein, and that the
concentration of 0.5% IPG buffer is more suitable than the concentration of 2.0%. Based on stained comparison,

we suggest that the silver staining can detect more protein spots than coomassie brilliant blue (CCB) staining.
Key words. Pelodiscus sinensis; 2-DE; Isoelectric focusing



