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Pathological characteristics of Enterocytozoon hepatopenaei, 18S rRNA gene
sequence and phylogenetic analysis

ZHOU Yingl, ZHU Bol, QIAN Dongl, LU Xiandongz, LI Xiaobing1 , LI Zheng1 , LIU Yanhongz, CAI Huifeng3,
WU Zhongning3, YUAN Siping3, ZHANG Chonghu4, YE Leping4, MA Rongrongl*
( 1.School of Marine Sciences, Ningbo University, Ningbo 315832, China;
2.Ningbo Ai Gene Technology Co., Ltd., Ningbo 315105, China;
3.Ningbo Yinzhou District Fishery Technology Management Service Station, Ningbo 315117, China;
4.Zhejiang Zhengda Livestock, Poultry and Aquatic Products Co., Ltd., Ningbo 315806, China )

Abstract: Outbreaks of slow growth syndrome of Penaeus vannamei have occurred in some areas of Zhejiang
Province. In the present study, pathological characteristics and molecular identification were determined to
examine the pathogen causing slow growth syndrome of Penaeus vanamei in shrimp farms. The relationship was
also investigated between this pathogen and the microsporidia from other regions and other host sources based
on 18S rRNA gene sequence. The results show that all the shrimps with the disease were EHP positive, and the
EHP 18S rRNA gene in the sampling area was high homology (98.5%-100%). The homology analysis of EHP
gene sequences at home and abroad was 86.2%-100%. The collected EHP and Indian EHP were clustered into
one branch. The sequence of EHP 18S rRNA gene was in different branches from that of other aquatic organisms,
indicating that 18S rRNA could be used as the main identification sequence of EHP. The comparative analysis of
EHP with Enterocytozoon bieneusi and Enterospora nucleophile showed that the gene sequence homology of
microsporidium was related to the degree of host evolution and development. The closer the evolutionary
distance between hosts, the closer the gene sequence homology of microsporidium.

Key words: Enterocytozoon hepatopenaei; Penaeus vannamei; pathological characteristics; 18S rRNA;
phylogenetic tree



