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Progress Report: Cloning and Functional Study of Root-related Genes
in Rice (Oryza sative L.)

SHI Jun—yingl, DING Wo-na’, ZHU Shi-hua®’
( 1.Shool of Marine Science, Ningbo University, Ningbo 315211, China;

2.College of Science and Technology, Ningbo University, Ningbo 315211, China )

Abstract: Rice root system is the primary organ for absorption of water and nutrients, which further affects the
development of the ground-surface tissue and grain yield. Compared with the research on the ground-surface

tissue, the study of root characterization and development is relatively inadequate because of the limited research
methods and resources. Recently, there are significant research progresses in the cloning and functional study of
root-related genes in rice. In this report, we summarize these achievements over the last several years and expect
more root-related genes cloned, with which more clues can be provided for the future study of root system

development and genetic materials for breeding.
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