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mmol~L'l) 4uL, Taq (TaKaRa,5U: ;,LL'I) 0.4 uL,
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72 30s, 35 72 10 min.
0.8
: , Invitrogen
1.1 1.3 COI
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, 6 , Kimura
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80 (http://clustalw.ddbj.nig.ac.jp)
1.2 COI GenBank 15
- DNAP, (Bostrychus
50 ng-ul ™. GenBank sinensis)  COI (1 ,
COIl COI ( MEGA 4.0 (ND) (
1 5°-GGACACTAACCCACATCTTCTGC-3’; 1000 ).
1 5>-TAACCCACGATTCTGCCTTGA
CA-3), . PCR (50
uL)  10><buffer5.0 L, Mg*" 2.0mmol- 2.1 COlI
L', (10pmol-L™")  2uL, dNTP (2.5 , COI
1 COI
GenBank
Glossogobius circumspectus JX536695
Glossogobius olivaceus JQ001860
Cryptocentrus yatsui KC237282
Amoya chusanensis KC196075
Boleophthalmus pectinirostris
Oxuderces dentatus NC-016194
Scartelaos histophorus NC-017888
Periophthalmus cantonensis
Acanthogobius ommaturus JX186192
Acentrogobius chlorostigmatoides KC196074
Lophiogobius ocellicauda HQ561523
Acanthogobius hasta Y486321
Luciogobius platycephalus JX971538
Tridentiger bifasciatus NC-015992
Gillichthys mirabilis FJ211845
Odontamblyopus rubicundus JX891626
Trypauchen vagina NC-016693
D Bostrychus sinensis KCI96075
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1 R col 15
1554bp  1556bp, 13/10; 2
1385 bp. 45 ), 3
col 4 A= ( 120 103 ).
25.0%, T =30.8%, G=18.1%, C=26.1%, A+T 4 ,
(558%) G +C (44.3%); Col 0.000~0.006( 0.002);
4 A=24.6%, 0.000~0.005( 0.003).
T=315%, G=18.1%, C=258%, A+T 0.183.
(55.8%) G +C (44.3%). 2.3
2 COlI 17 COI
G+C : (NJ) ; 6
1 2 3 G+C 6 , NJ
2 COI >
/ G+C /%
73 Odontamblyopus rubicundus
1 2 3 b .
rypauchen vagina
6 442 54.4 41.0 373 Boleophthalmus pectinirostris*
Oxuderces dentatus
439 53.1 423 36.2 Scartelaos histophorus
17 Periophthalmus cantonensis*®
3 €Ol Tridentiger bifasciatus
8 Luciogobius platycephalus
/ / / R 26 Gillichthys mirabilis
1133 143 108 1.3 1 Amoya chusanensis
B{ r Acanthogobius ommaturus
1 436 21 5 4.7 100 = Acanthogobius hasta
) 459 ) 1 14 — Glossogobius olivaceus
’ 100 Glossogobius circumspectus
3 238 120 103 1.2 Ctyptocentrus yatsui
23 | Lophiogobius ocellicauda
22 100! Acentrogobius chlorostigmatoides
3 COI Bostrychus sinensis*
ook « FIRIMEE, A RRAPIFT R
1133 143 108 COI NJ )
4
Al A2 A3 A4 AS A6 Bl B2 B3 B4 B5 B6
Al
A2 0.000
A3 0.004 0.004
A4 0.000 0.000 0.004
AS 0.001 0.001 0.005 0.001
A6 0.001 0.001 0.006 0.001 0.002
B1 0.191 0.191 0.193 0.191 0.192 0.193
B2 0.181 0.181 0.183 0.181 0.182 0.183 0.005
B3 0.181 0.181 0.183 0.181 0.182 0.183 0.005 0.000
B4 0.181 0.181 0.183 0.181 0.182 0.183 0.005 0.000 0.000
B5 0.182 0.182 0.184 0.182 0.183 0.184 0.004 0.001 0.001 0.001
B6 0.180 0.180 0.182 0.180 0.181 0.182 0.004 0.004 0.004 0.004 0.005
:Al~A6 ,B1~B6 6
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On Mitochondrial COI Gene Variability and Phylogenetic of Boleophthalmus
pectinirostris and Periophthalmus cantonensis in Coastal of Zhejiang

ZHAO Liang, MIAO Liang, LI Ming—yun*, ZHANG Hao, GUO Xiao-fei, CHEN Ying, PAN Na
( Key Laboratory of Applied Marine Biotechnology of Ministry of Education, Ningbo University, Ningbo 315211, China )

Abstract: In order to explore the variability of mitochondrial cytochrome oxidase I (COI) gene and phylogeny
of Boleophthalmus (Boleophthalmus pectinirostris) as well as Mudskippers (Periophthalmus cantonensis) in
coastal of Zhejiang Province, we sequence and analyze COI gene of these two fish species. The results show: the
length of the COI gene of B. pectinirostris and P. cantonensis is 1 554 bp and 1 556 bp, respectively. In the B.
pectinirostris and P. cantonensis COI sequences, the content of A+T (55.8% and 56.0%, respectively) is higher
than G +C (44.2% and 44.0%, respectively). The average intra-specific genetic distance of B. pectinirostris and
P. cantonensis is respectively identified as being 0.002 and 0.003. The genetic distance between the two species
is found to be 0.183. The phylogenetic tree indicates that B. pectinirostris with Odontamblyopus rubicundus,
Trypauchen vagina, Oxuderces dentatus are grouped into a cluster (The homology between B. pectinirostris and
the other three kind of fishes is 91.0%, 92.2% and 88.0%, respectively); the P. cantonensis and Scartelaos
histophorus gather into a cluster (the sequence homology is 99%) together with the cluster of B. pectinirostris.
The results are expected to provide the reference for exploring the phylogenetic of B. pectinirostris and P.
cantonensis, as well as identification method of Mudskippers based on COI.

K ey words. Boleophthalmus pectinirostris; Periophthalmus cantonensis; COI gene; phylogenetic



