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Detection of Long Non-Coding RNAs in Plasma and Tissues with Larynx
Squamous Cell Carcinoma and its Clinical Significance

WANG Jianl, CUI Xiangl, LI Qunl, CHEN Sheng-canl, SHEN Zhi—senl’z*, GUO Jun-mingl*
( 1.Medical School, Ningbo University, Ningbo 315211, China;
2.The Affiliated Lihuili Hospital of Medical School of Ningbo University, Ningbo 315041, China )

Abstract: This paper contributes to investigating LncRNA (RP11-552E20.1-001) expression level in patients’
plasma and tissues with larynx squamous cell carcinoma (LSCC), and to determining its clinical significance.
Using real-time quantitative PCR, 67 cases of preoperative and postoperative one-week of LSCC plasma
samples, the vocal cord polyp patients’ plasma, LSCC tissues, metastatic lymph nodes and adjacent normal
laryngeal mucosa are tested for quantitative analysis of RP11-552E20.1-001. The relationship between the
expression of LncRNA (RP11-552E20.1-001) and clinicopathological features is analyzed. A receiver
constructing the characteristic (ROC) curve is rendered to check the diagnostic value. It is found that the levels
of RP11-552E20.1-001 expression are significantly higher in LSCC patients’ plasma than the control, and they
decrease notably after the operation compared with the preoperative levels. The relative expression of LncRNA
(RP11-552E20.1-001) in LSCC tissues is significantly higher than that in adjacent tissues, and metastatic lymph
nodes has the higher expression of LncRNA relative to primary lesion. The expression of LncRNA also shows
the significant correlation with tumor differentiation, lymph node metastasis and TNM staging in preoperative
plasma and LSCC tissues. The area under the ROC curve accounts up to 0.734. Its sensitivity and specificity are
found to be 80.6% and 67.2%, respectively. LncRNA (RP11-552E20.1-001) may be a potential marker for the
diagnosis of laryngeal cancer and play an important role in the invasion and metastasis of LSCC.
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