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Isolation and identification of lactic acid bacteria from
old jar pickles in Sichuan province

PAN Qing, ZENG Xiao—qun*, PENG Liu-yang, ZENG Zhi-dan, PAN Dao-dong, WU Zhen
( School of Marine Sciences, Ningbo University, Ningbo 315211, China )

Abstract: The stability and diversity of bacteria from the pickles marinated in old jars are better than those in
normal jars. In the current study, the old-jar pickles were more than 30 years old and obtained from Xin-an
Village, Renshou County, Meishan City, Sichuan Province. The pickles were used to screen lactic acid bacteria
(LAB) with good properties. Twelve strains of LAB were isolated from the old-jar pickles and were identified by
morphological observation, physiological and biochemical test, 16S rRNA gene sequence alignment and
phylogenetic analysis. Five strains of Lactobacillus plantarum, 3 strains of Lactobacillus brevis, 2 strains of
Leuconostoc mesenteroides, 1 strain of Lactobacillus casei and 1 strain of Enterococcus faecium were isolated
and identified as predominant bacteria, while Lactobacillus plantarum was dominant among these 5 species of
LAB.

Key words: old jar; pickle; lactic acid bacteria; separation; identification



