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Function of long non-coding RNA in cancer cell growth and metabolism
TIAN Hai-hua'?, LI Jing-giu', YANG Jie', GONG Zhao-hui""

( 1.Medical School, Ningbo University, Ningbo 315211, China; 2.Ningbo Kangning Hospital, Ningbo 315201, China )

Abstract: Long non-coding RNAs (IncRNAs) are widely found in human cells and involve in vital life

processes of gene expression, epigenetic regulation and X-chromosome inactivation. They are suggested to be

closely related to tumorigenesis and growth suppression. The review focuses on the role of IncRNA in cancer

cell growth and metabolism. A growing body of evidence suggests that IncRNA regulates cancer cell growth by
promoting or inhibiting cell cycle. In addition, the review includes how IncRNA affects epithelial-mesenchymal
transition (EMT)-mediated cell migration, and how IncRNA functions as a regulator in the glucose and lipid

metabolism in tumor cells.
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