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Isolation and pathogenicity study of Elizabethkingia sp. from Channa argus

LIU Xiao-lin, MEI Han, BU Ling-fei, JIN Shan*, ZHAO Qing-song, CHEN Yin-er
( School of Marine Science, Ningbo University, Ningbo 315211, China )

Abstract: In order to identify the pathogens of the Channa argus batch death from a farm in Ningbo, the
dominant bacteria (WLYO01) was isolated from the diseased fish. It was identified as Elizabethkingia sp., based
on morphological, biochemical and physiological characteristics and sequencing of 16S rDNA. The strain has
strong hemolytic activity with B hemolysis against sheep blood, mouse blood, snakehead blood and crucian carp
blood. Artificial infection experiment demonstrated that the isolates were mainly infected by the wound surface
of the fish. The symptoms and death rate were significantly correlated with the degree of trauma. The LDs of
the strain was 1.69x10° cfu-g™, which was highly pathogenic to the Channa argus. The result of drug sensitivity
test showed that the isolates were sensitive to the Minocycline, Enrofloxacin, Rifampin, Doxycycline,
Sulfafurazole, and Enoxacin. It is suggested that Minocycline, Rifampin, Doxycycline and Sulfafurazole can be
used as candidate drugs for treatment of fish Elizabethkingia.

Key words: Elizabethkingia sp.; Channa argus; 16S rDNA ; pathogenicity; drug sensitivity test



