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The role of circRNAs in endocrine and metabolic diseases

YAN Hai-yan', XI Yang’, MAI Yi-feng""
( 1.The Affiliated Hospital of Medical School, Ningbo University, Ningbo 315020, China;
2.Medical School, Ningbo University, Ningbo 315211, China )

Abstract: circRNA is an emerging endogenous noncoding RNA with a closed ring structure. A closed circular
RNA molecule, which is mainly composed of precursor RNA through variable shear processing, does not have a
5” end cap and 3’ end poly A tail structure. The circular RNA has a significantly higher abundance, stable
structure, specific expression of developmental stages and conservative characteristics between species. It
indicates that circRNAs play an important role in regulating gene expression. In recent years, emerging
evidences indicate that circRNAs involve in a wide range of diseases, including cancer, diabetes, non-alcoholic
fatty hepatitis, cardiovascular system diseases and neurological disorders. As a new biomarker, circRNAs
provide a new approach for the diagnosis and treatment of diseases. This paper reviews the structure function of
circRNAs, the association with endocrine metabolic diseases and the potential clinical value.
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